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Courtesy of Tad Sonstegard, USDA
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“The 1000 Genome project” (uomo)

“The genome 10K Project” (vertebrati)
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� Structure : 
5 reproducible clusters

� Regions in graphs
correspond to clusters

� Clear correlation with
geography 

NUCLEAR DNA DIVERSITY IN GOAT
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Stella et al. 2010 Genetics in the press

699 selection
signatures for

dairy production
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ATP2A1, fast-twitch 
skeletal-muscle Ca2+ ATPase

Arg559
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GWS3-4

SNP values 
available
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Fase di Training

Haplotype Int. 1 Int. 2 Int. 3 Int. 4 Int. 5 

1 +0.01 +1.03 +6.35 +0.89 +1.10

2 +0.06 +0.74 +2.19 +0.67 +0.20

3 -0.07 -0.36 +0.05 -0.58 +0.05

4 +0.00 -1.41 -8.59 -0.98 -1.25
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Stima dei G-EBVs

Haplotyp
e

Int. 1 Int. 2 Int. 3 Int. 4 Int. 5 

1 +0.01 +1.03 +6.35 +0.89 +1.10

2 +0.06 +0.74 +2.19 +0.67 +0.20

3 -0.07 -0.36 +0.05 -0.58 +0.05

4 +0.00 -1.41 -8.59 -0.98 -1.25
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• Frisona Italiana.
•1200 bulls sampled for genotyping (in progress).

•Bruna Italiana
• 761 bulls genotyped (almost all available bulls)

• Pezzata Rossa Italiana
• 488 bulls genotyped (almost all available bulls)

• Information available on all bulls:
• Pedigree and family structure
• Relationship
• EBVs and their accuracies on all traits
• DYD
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*In North America as of April 2010 Courtesy of Tad Sonstegard, USDA
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Associazioni Genome-Wide



Associazioni Genome -Wide
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Più mirata ed efficace, soprattutto per caratteri difficili o 

costosi da misurare (ad es. fertilità, resistenza a malattie, 
qualità dei prodotti, adattamento)

Diversificata, e verso nuovi obiettivi (ad es.produzione di 
acidi grassi, biopeptidi)

www.anafi.it



…… A GLOBAL VIEW……

Nordic project?

www.globaldiv.eu
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Research Centre on Modern and Ancient DNA diversity - BioDNA (Piacenza-IT)
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